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» 21.aixKJ 6 M 
■ 22.a4xKJ 6 M 
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MQSKVLIiAVALWLCVSTRAASVGLPSVSLDLPRLSIQKDILTIKAllTTLQITCRGQRDLD 6 0 

t 

Ig-like I 

WLWPNNQSGSKQRVBVTKCSDGLFCKTLTIPKVIGNDTGAYKCFTRETDLASVIYVYVQD 120 
YRSPFIASVSDQHGWY ITBMKHKTWIPCL6S I SNLNVSLCARYPEKRFVPDGNRI SWD 180 

t 

Ig-like 2 

SKKGPTIPSTfMISYAGMVFCBAKINDBSYQSIMYIWWGYRIYDWLSPSHGIKLSVGB 240 

t 

Ig-like 3 

KLVI^CTARTBIiWVGIDFNWBYPSSKHQHKKLVNIU)I>KTQSGSEKKKFLSTLTIDGVTRS 300 
DQGLYTCAASSGIJn-KKMSTFVRVHEKPFVAFGSGMKSLVgATVGgRVRrPAKYLGYPPP 360 

T 

Ig-like 4 

BIKWYKHGXPI^ggWHTXJCAGHVIiTIMgVSKRDTGKYTVILTirPISKKKQSHVVSLVVYVP 420 
PQIGBKSL1SPVDSYQYGTT QTLTCTVYAIPPPHHIHWYWQLBBBCAMEPSQAVSVTHPY 480 

T 

Ig-like 5 

PCBBWRSVEDFQGGNKIEVNIQiQFALIEGKNKrVSTLVIQAANVSMiYKCEAVWKVGRGB 540 
RVISFHVTRGPBITLQPDMQPTB0B 3VSLWCTADRSTPKWLTWYKLGPQPLPIHVGBLPT 600 

t 

Ig-like 6 

PVCKNIJ>TLWKIJtaTMFSNSTNDILIMBLKKAS 660 
Ig-like 7 

I 

VLBRVAPTITGHI.BWQTTSIGBSIEV S(rrASGHPPPOIMWFKDNBTLVBDSGrVLKDGMR 720 
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!^TIRRViUCKDBGLCTCOACSVIiG< |ftKVBAgFIIBGaOgjnT^gJ^JLVGT AVIAMFFWL 780 
LLV^ILRTVKRANGGBIJCTGYIjSIVMDPDBLPIiDEHCBRLPYDASKWBFPRDRLKIjGKPL 84 0 
GRGAFGQVTKADAFGIDKTATCRTVAVKMLKKGATHSKHRAIjMSKLKILIHIGHHLNVVN 900 
LI^ACTKPGGPLMVIVEFCKFGHLSTYliRSKRNSFVP'XKTKGARFKQGKDYVGAlPVDLK 960 
RRLDSITSSQSSASSGFVBKKSLSDVKKEKAPKDLYKDFLTLKHLICYSFQVAKGMBFLA 1020 
SRKCIHRDLAARNILLSEKNVVKICDFGLARDIYKDPDYVRKGDARLPIJCWMAPBTI 1080 
VYTIQSDWSFGVLLWEIPSLGASPYPGVKIDEEFCRRIJCEGTRMRAPDYTTPEMYQTML 1140 
DCWHGKP SQRPTF SBLVBHLGNIiLQANAQQDGKDYIVLP I SETL SMEEDSGLSLPTSPVS 1200 
CMEEEBVCDPKFHYDNTAGISQYLQNSKRKSRPVSVKTFKDIPLSKPEVKVIPDDNQTDS 1260 
GMVIJVSEBLKTI.KDRTKLSPSFGGMVPSKSRESVASBGSNQTSGYQSGYHSDDTDTTVYS 13 2 0 
SBBAELLKLZBIGVQT6STAQZLQPDS6TTLSSPPV 
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MKVLLRLICFIA1LISSLKADKCKEREKKIILVSSANBIDVRPCPLNPNKHKGTITWYKD 6 0 

t 

. Xg-like domain 1 — m—^. 
DSKTPVSTEQASRIHQHKKKLWFVPAKVKD SGHYYCVTONS SYCLRIK I SAKFVENRPNL 120 

CYlWQAIFKQKliPVAGDGGIiVCPYMBFFKNKNNBLPKLQWYKDCKPLLIiDNIHPSGVKDR 180 

t 

Xg-like 2 ^ 
LIVMNVftEKroGMYTCHA SYTYLGKQYP ITRVIEFITLEBNKPTRPVIVSPAWSTMBVDL 240 

t 

ig-like 3 

GSQIQLICNVTGQLSDIAYWKWNGSVIDEDDPVLGEDTySVENPAKKRRSTLITVliNI SB 300 
IBSRPYK^FTCTAKin^G [cDAAYIQLIYPVTNFQKHMIG]j cVTLTVIIVCSVPIYKIFK 360 
IDrVLWTRDSCYDFLPIKASDGKTYDAYILTPKTVGBGSTSDOTIFVFK^PBVLBKQCG 420 
YKLFIYGRDDYVGKDIVBVINKNVKKSRRLI I ILVRKTSGFSWLGGS SKKQIAMYNALVQ 480 
DGIKVVLLBLBKIQDYBKOTESIKFIKQKHGAIRWSGDFTQGPQSAKTRFWKNVRYHMPV 540 
QRRSPS SKHQLL SP ATKKXXQRKAHVPLG 569 
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MTLLWCWSLYyYGILQSDASKRCDDWGLDTMRQIQVyKDKPARIKCPLFEHFLKFNYST 6 0 

Ig-like 1 domain . W 
ABSAGLTLrWYWTRQDRDLBBPINFRLPKNRI SKBRDVLWFRPTLLKDTGNYT CMLRHTT 120 

YCSKVAPPLBWOKDSCFNSPMKLPVHKLYIBYGIQRITC PMVDGYFPS SVKPTITWYMG 180 

tg-like 2 — ► 

CYKIQNFMNVIPB(atHLSFLIALISHNGNYTCVVTY?ENGRTFHLTRTLTVKVVGSPKMA 240 
VPPVIHSPHPHVVYBKBPGEBLLIPCT VY?SFI ^SRWEVVroTIDGKKPDDITIDV TIWB 300 
tg-like 3 — ► 

SISHSRTBDBTRTQ ILSIKKVTSKDLKR ^YVCHARSAKGEVAKAAKVKQKVPAPRYTVElj 360 

Juxtamembranous 

| ACGFGATVLI^ILIVVYHVYWLKMVLFYRAHFGTDKTILDGXBYDIYVSYARNAEBBBF 420 
VLLTLRGVLENBFGYIO,ClFDRDSLPGGIVTDETLSFIQKSRRLLVVLSPNYVLQGTQAI, 480 
LBLKAGLKHHASRGNINVILVQYKAVKBTKVKBI^RAKTVLTVIKWKGKKSKYPQGRFWK 540 
QLQVAMPVKKSPRRSSSDEQGLSYSSLKNV 
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MKSGSGGGSPTSLWGLLFLSAALSLWPTSGBICGPGIDIRNDYQQUCM.ENCTV1KGYLH 6 0 
Chaxne a ^ 

ILLI SKAKDYR SYRFPKLTVTTEYLLLFRVAGLK SLGDLFPNLTVIRGWKLFYNYALVI P 120 
KMTNUOJIGLYNLRNITRGAIRIKKNADLCYIiSTVDWSLII^AVSNNYIVGNKPPKKCGD 180 



T^CWTTNRCQKMCPSTCGKRACTKNNECCHPKCLGSCS 240 

I Cyst rich domain 

APDNDTACVACRHYYYAGVCVPACPPNTYRFEGWECVDRDFCANILSAKSSDSKGFVIHD 300 



GBCM0BCPSGFIRHGSQSM YClPCEGPCPKyCBEEKK TKTIDSVTSAQMLOGCTlFKGNI» 360 

^ Cyst rich domain | T U domain ^ 
LINIRRGNNIASBLENFMGLIBVVTGYVKIRHSHALVSIiSFLKlIIiRLZLGEBQLBGNYSF 420 

yVLDNQNLO^LWDWDHRNLTIKAGKMYFAFNPKLCVSBIYPMEEVTGTKGRQSKGDINTR 480 

NNGBRASCBSDVTiHFTSTTTSKNRIIITWHRYRPPDYRDLISFTVYYKBAPFKNVTBYDG 540 
4 L2 ^ ^ FbnIII-1 ^ 

QDACG SNSWNMVDVDLP PNKDVEPGI LIJGI^PWTQYAVYVKAVTLTMVBNDHI RGAK S B 600 
ILYIRTNASVPSIPLDVLSA SWSSSQLIVKW1^PSLPMG11LST»XVRWQRQPQDGYLYRH 660 

ghnTTT.lH^TTT.^ ^ 

NYCSKDKIPIRKYADGTIDIBBVTKKPKTKVCGGBKGPCCACPKTBAKKQAKKKBABYRK 720 



MSIFVPRPHRKRRDVMQVANTTMS SRSRNTTAADTYNITDPEBLBTBYPFFES 780 
xlamembfartaire a ^ 
" Chains o / Chaxne 0 W 

WTL SNLRPFTLYRIDIHSCMHEABKLGCSASNFVFARTMP.AEGADDIPGPVTW 840 



P ABGADDI1 
IT FbnI3 



lFbnIII-2bdomain ^ ^ FbnIII-2b I I FbnZZI-3 ^ 
BPRPBNSIFLKWPBPENPNGLILMYBIKYGSQVBDQRBCVSRQBYRKYGGAKIJniliNPGN 900 

YTARIQATSLSGNGSV^TDPVFFYVQAKTGYKNFIHLIIAIjPVAVLLlf/GGLVTMLYVFHR 960 

Juxtamembranous 0 

KRHNSRLGNGVLYASVOTBYFSAADVYVPDBWBVARBKITMSRBIXSQGSFGMVYBGVAKG 1020 
VVKDEPETRVAIKTVNEAASMRKRIEFLNKASVMKBFNOTHVVRLIXTVVSQGQPTLVIME 1080 
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UITRGDLKSYLRSU^EMEMI^VIJLPPSCSKMIQMAGBIiUJGM&yiJiAIIKFVHIWLAAIW 1140 
CMVAKDFTVKIGDFGMTRDIYKTDY YKKGGKGLLPVRWMSPBSLKDGVFTTYSDVWSFGV 1200 
VLWBIATIJVBQPYQGLSHBQVIjRFVMBGGLI^KPDNCPDMLFBtMRMCWQYMPKMRPSFL 1260 
BIISSIKBKMBPGFRBVSFYYSBKHKI.PKPBBLDLBPKHMESVPLDPSASSSSLPLPDRH 1320 
SGHKAKNGPGPGVLVLRASFDERQPYAHMNGGRKNERALPLPQSSTC 1367 

^ P Chain 

FIG. 6 
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. . . t D1 domain (1»III-llke). ► 

LYQLVFIiIiSEAHTCI PKHHGGAGCVCHLLMDDVVSADHTrLDLWAGQQI.LWKG SFK P S EH 120 

VKPRAPGNLTVBTlTVSDTLLLTWSNPyPPDNVLYNHLTYAVNIWSElIDPM)FRIYNVTYI, 180 



EPSLRIAASTLKSGISYRARVILAWAQCyOTTWSEWSPSTllWHNSYSEPPEQHLLLGVSVS| 240 

^ D 2~^ — Juxta r nemb r anous 

CIVILAVCLLCYVSITKIKKEWWDQIPNPARSRLVAIIIQDAQGSQWKKRSRGQEPAKCP 300 
HWKNCIiTKLLPCFLEHNMKRDEDPHKAAKEMPFQGSGKSAWCTVEISKTVLWPESISVVR 360 
CVELFEAPVECEEEEEVEEKKGSFCASPESSRDDFQEGREGIVARLTESLFLDLLGEENG 420 
GFCQQDMGESCLLPPSGSTSAHMPWDEFPSAGPKEAPPWGKEQPLHLEPSPPASPTQSPD 480 
NIiTCTETPLVIAGNPAYRSFSNSLSQSPCPRELGPDPIiIiASHLEEVEPEHPCVPQLSBPT 540 
TVPQPEPETWEQILRRNVLQHGAAAAPVSAPTSGYQEFVHAVEQGGTQASAVVGLGPPGE 600 
AGYKAFSSLLASSAVSPEKCGFGASSGEEGYKPFQDLIPGCPGDPAPVPVPLFTFGLDRB 660 
PPRSPQS SHLP S S SPEHLGLEPGEKVEDMPKPPLPQEQATDPI.VDSLGSGIVYS ALTCHL 720 
CGHLKQCHGQBDGGQTPVM&SPCCGCCCGDRSSPPTTPUlAPDPSPGGVPIiEASIiCPASIi 780 
APSGISEKSKSSSSFHPAPGNAQSSSQTPKrVKFVSVGPTYMRVS 825 
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CZZD Control 
BHi IGF 10 ng/ml 
MAPG201+ IGF-1 
^APG202+ IGF-1 
BBB APG204 + IGF-1 



Peptides concentration (logM) 
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□ Controle 

■ APG201+IGF 

■ APG202+IGF 

■ APG204+IGF 

■ IGF-1 1 ng/ml 



Peptides concentrations (logM) 
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□ Control 

■ IL-1 lOng/ml 
1 API 101 +IL-1 

■ API 103+ IL-1 
1 API 106 + IL-1 



Peptides concentrations (log(M)) 



>» (0 1 
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CZD Control 
miL-1 lng/ml 
B API 101+ IL-1 
BB API 103+ IL-1 
EBB API 106+ IL-1 



Peptides concentrations (log(M)) 
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IL1R_HUMAN - - - MKVLLRLICFI ALLI SSLEADKCKEREEKI I LVSSANEIDVRPCP - -LNPNEHKG-T 

IL1R_M0USE MENMKVLLGLICLMVPLLS-LBIDVCTEYPNQIVLFLSVNEIDIRKCP--LTPNKMHGDT 

IL1R_RAT MENMKVLLGFICLIVPLLS-LETDKCTEYPNEVISFSSVNEIDIRSCP- -LTPNEMHGGT 

IL-1R HORSE MHKMTSTFLLIGHLI LLI PLFSAEECVICN YFVLVGEPTAISCPVITLPMLHSDYN 



IL1R_HUMAN ITWYKDDSKTPVSTEQASRIHQHKEKLWFVPAKVEDSGHYYCWRNSSYCLRIKISAKFV 

IL1R_M0USE IIVmQIDSKTPISADRDSRiHQQNEHLWFVPAKVEDSGYYYCIVRNSI^CLKTKVTVTVL 

IL1R_RAT IIWYKNDSKTPISADKDSRIHQQNEHLWFVPAKMEDSGYYYCIMRNSTYCLKTKITMSVL 

IL-1R HORSE LTWYRNGSNMPITTERRARIHQRKGLLWFI PAALEDSGLYECEVRSLNRSKQKI INLKVF 



I L1R_HUMAN ENEPNLCYNAQAI FKQKLPVAGDGGLVCPYMEFFKNENNELPKLQWYKDCKPLLLDN - - 1 

IL1R_M0USE ENDPGLCYSTQATFPQRLHIAGDGSLVCPYVSYFKDENNELPEVQWYKNCKPLLLDN- -V 

IL1R_RAT ENDPGLCYKTQASFIQRLHVAGDGSIiVCPYLDFFKDENNELPKVQWYKNCKPLPLDD- -G 

IL-1R HORSE KNDNGLCFNGEMKYDQIVKSANAGKIICPDLENFKDEDNINPEIHWYKECKSGFLEDKRL 



IL1R_HUMAN HFSGVKDRLIVMNVAEKHRGNYTCHASYTYLGKQYPITRVIEFITtEENKPTRPVIVSPA 

IL1R_M0USE SFFGVKDKLLVRNVAEEHRGDYICRMSYTFRGKQYPVTRVIQFITIDENKRDRPVILSPR 

IL1R_RAT NFFGFKNKLMVMNVAEEHRGNYTCRTSYTYQGKQYPVTRVITFITIDDSKRDRPVIMSPR 

IL-1R HORSE VIAEGENAILILNOTIQDKGNYTCRMVYTYMGKQYNVSRTMNLEVKESPLKMRPEFIYPN 



IL1R_HUMAN NETMEVDLGSQIQLICNVTG-QLSDIAYWKWNGSVIDEDDPVLGEDYYSVENPANKRRST 

IL1R_M0USE NETIEADPGSMIQLICNVTG-QFSDLVYWKWNGSEIEWNDPFLAEDYQFVEHPSTKRKYT 

IL1R_RAT NETMEADPGSTIQLICNVTG-QFTDLVYWKWNGSEIEWDDPILAEDYQFLEHPSAKRKYT 

IL-1R HORSE NNTIEVEU3SHWMECNVSSGVYGLLPYWQVNDEDVDSFDSTYREQFYEEGMPHG--IAV 



IL1R_HUMAN LITVLNISEIESRFYKHPFTCFAKNTHGIDAAYIQLIYPVTNFQKHMIGICVTLTVIIVC 

IL1R_M0USE LITTLNISEVKSQFYRYPFICWKNTNIFESAHVQLIYPVPDFKNYLIGGFIILTATIVC 

IL1R_RAT LITTLNVSEVKSQFYRYPFICFVKNTHILETAHVRLVYPVPDFKNYLIGGFAIFTATAVF 

IL- 1R HORSE SGTKFNISEVKLKDYAYKFFCHFIYDSQEFTSYIKLEHPVQNIRGYLIGGGISLIFLLFL 



IL1R_HUMAN SVFIYKIFKIDIVLWYRDSCYDFLPIKASDGKTYDAYILYPKTVGEGSTSDCDIFVFKVL 

IL1R_M0USE CVCIYKVFKVDIVLWYRDSCSGFLPSKASDGKTYDAYILYPKTLGEGSFSDLDTFVFKLL 

IL1R_RAT CACIYKVFKVDIVLWYRDSCSDFLPRKASDGRTYDAYVLYPKTYGEGSFAYLDTFVFKLL 

IL-1R HORSE ILIVYKIFKIDIVLWYRSSCHPLLGKKVSDGKIYDAYVLYPKNR-ESCLYSSDIFALKIL 



IL1R_HUMAN PEVLEKQCGYKLFIYGRDDYVGEDIVEVINENVKKSRRLIIILVRETSGFSWLGGSSEEQ 

IL1R_M0USE PEVLEGQFGYKLFIYGRDDYVGEDTIEVTNENVKKSRRLIIILVRDMGGFSWLGQSSEEQ 

IL1R_RAT PEVLEGQFGYKLFICGRDDYVGEDTIEVTNENVKRSRRLIIILVRDMGSFSCLGQSSEEQ 

IL-1R HORSE PEVLERQCGYNLFIFGRNDLAGEAVIDVTDEKIHQSRRVIIILVPEPSCYGILEDASEKH 



IL1R_HUMAN IAMYNALVQDGIKWLLELEKIQDYEKMPESIKFIKQKHGAIRWSGDFTQGPQSAKTRFW 

IL1R_M0USE IAIYNALIQEGIKIVLLELEKIQDYEKMPDSIQFIKQKHGVICWSGDFQERPQSAKTRFW 

IL1R_RAT IAIYDALIREGIKIILLELEKIQDYEKMPESIQFIKQKHGAICWSGDFKERPQSAKTRFW 

IL-1R HORSE LAVYNALIQDGIKIILIELEKIEDYANMPESIKYVKQKYGAIRWTGDFSERSHSASTRFW 



IL1R_HUMAN KNVRYHMPVQRRSPSSKHQLLSP ATKEKLQREAHVPLG 

IL1R_M0USE KNLRYQMPAQRRSPLSKHRLLTLDPVRDTKEKLPAATHLPLG 

IL1R_RAT KNLRYQMPAQRRSPLSKHHLLTLDPVLDTKEKLQAETHLPLG 

IL-1R HORSE KKVRYHMPSRKHGSSSGFHLSS-- 
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I L4 R_HUMAN MGWLCSGLLFPVSCLVLLQVASSGNMKVLQEPTCVSDYMS I STCEWKMNGPTNCSTELRL 

I L4 R_MOUSE MGRLCTKFLTSVGCLI LLLVTGSGS IKVLGEPTCFSDYI RTSTCEWFLDSAVDCSSQLCL 

IL-4R HORSE MGRLCTKFLTSVGCLILLLVTGSGSIKVLGEPTCFSDYIRTSTCEWFLDSAVDCSSQLCL 

IL4R_HUMAN LYQLVFLLS - EAHTC I PENNGGAGCVCHLLMDD WSADNYTIjDLWAGQQLLWKGS FKPS E 

IL4 R_MOUSE HYRLMFFEFSENLTCI PRNSASTVCVCHMEMNRPVQSDRYQMELWAEHRQLWQGSFSPSG 

IL-4R HORSE HYRLMFFEFSENLICIPRNSASTVCVCHMEMNRPVQSDRYQMELWAEHRQLWQGSFSPSG 



IL4R_HUMAN HVKPRAPGNLTVHTNVSDTLLLTWSNPYPPDNYLYNHLTYAVNIWSENDPADFRIYNVTY 
I L4 R_MOUSE NVKPLAPDNLTLHTNVSDEWLLTWNNLYPSNNLLYKDLI SMVNI SREDNPAEFI VYNVTY 

IL-4R HORSE NWPLAPDNLTLHTNVSDEWLLTWNNLYPSNNLLYKDLISMVNISREDNPAEFIVYNVTY 



IL4R_HUMAN LEPSLRIAASTLKSGISYRARVRAWAQCYNTTWSEWSPSTKWHNSYREPFEQHLLLGVSV 
IL4R_MOUSE KEPRLSFPINILMSGVYYTARVRVRSQILTGTWSEWSPSITWYNHFQLPLIQRLPIiGVTI 
IL-4R HORSE KEPRLSFPINILMSGVYYTARVRVRSQILTGTWSEWSPSITWYNHFQLPLIQRLPLGVTI 



IL4R_HUMAN 
IL4R_M0USE 
IL-4R HORSE 



SCIVILAVCLLCYVSITKIKKEWWDQIPNPARSRLVAIIIQDAQGSQWEKRSRGQEPAKC 
SCLCIPLFCLFCYFSITKIKKIWWDQIPTPARSPLVAIIIQDAQVPLWDKQTRSQESTKY 
SCLCIPLFCLFCYFSITKIKKIWWDQIPTPARSPLVAIIIQDAQVPLWDKQTRSQESTKY 



IL4R_HUMAN 
IL4R_MOUSE 
IL-4R HORSE 



PHWKNCLTKLLPCFLEHNMKRDEDPHKAAKEMPFQGSGKSAWCPVEISKTVLWPE- - SIS 
PHWKTCLDKLLPCLLKHRVKKKTDFPKAAPTKSLQSPGKAGWCPMEVSRTVLWPENVSVS 
PHWKTCLDKLLPCLLKHRVKKKTDFPKAAPTKSPQSPGKAGWCPMEVSRTVLWPENVSVS 



IL4R_HUMAN 
IL4R_M0USE 
IL-4R HORSE 



VTOCVELFEAPVECEEEEEVEEEKGSFCASPESSRDD-FQEGREGIVARLTESLFLDLLG 
WRCMELFEAPVQNVEEEEDEIVKEDLSMSPENSGGCGFQESQADIMARLTENLFSDLLE 
VVRCMELFEAPVQNVEEEEDEIVKEDLSMSPENSGGCGFQESQADIMARLTENLFSDLLE 



IL4R_HUMAN 
IL4R_M0USE 
IL-4R HORSE 



EENGGFCQQDMGESCLLPPSGSTSAHMPWDEFPSAGPKEAPPWGKEQPLHLEPSPPASPT 
AENGGLGQSALAESCSPLPSGSGQASVSWACLPMGPSEEATCQVTEQPSHPGPLS-GSPA 
AENGGLGQSALAESCSPLPSGSGQASVSWACLPMGPSEEATCQVTEQPSHPGPLS-GSPA 



IL4R_HUMAN 
IL4R_MOUSE 
IL-4R HORSE 



QSPDNLTCTETPLVIAGNPAYRSFSNSLSQSPCPRELGPDPLLARHLEEVEPEMPCVPQL 
QSAPTLACTQVPLVLADNPAYRSFSDCCSPAPNPGELAPEQQQADHLEEEEPPSPADPHS 
QSAPTLACTQVPLVLADNPAYRSFSDCCSPAPNPGELAPEQQQADHLEEEEPPSPADPHS 



IMR_HUMAN 
IL4R_M0USE 
IL-4R HORSE 



SEPTTVPQPEPETWEQILRRNVLQHGAAAAPVSAPTSGYQEFVHAVEQGGTQASAVVGLG 
' SGPPMQP- - - VESWEQILHMSVLQHGAAAGSTPAPAGGYQEFVQAVKQGAAQDPGVPGVR 
SGPPMQP- - - VESWEQILHMSVLQHGAAAGSTPAPAGGYQEFVQAVKQGAAQDPGVPGVR 



IL4R_HUMAN 
IL4R_MOUSE 
IL-4R HORSE 



PPGEAGYKAFSSLLASSAVSPEKCGFGASSGEEGYKPFQDLIPGCPGDPAPVPVPLFTFG 

PSGDPGYKAFSSLLSSNGIRGDTAAAGTDDGHGGYKPFQNPVP NQS PSSVPLFTFG 

PSGDPGYKAFSSLLSSNGIRGDTAAAGTDDGHGGYKPFQNPVP NQSPSSVPLFTFG 



IL4R_HUMAN LDREPPRSPQSSHLPSSSPEHLGLEPGEKVEDMPKPPLPQEQATDPLVDSLGSGIVYSAL 

IL4R_MOUSE LDTELSPSPLNSDPPKSPPECLGLELGLKGGDWVKAPPPADQVPKPFGDDLGFGIVYSSL 

IL-4R HORSE LDTELSPSPLNSDPPKSPPECLGLELGLKGGDWVKAPPPADQVPKPFGDDLGFGIVYSSL 

IL4R_HUMAN TCHLCGHLKQCHGQEDGGQTPVMASPCCGCCCX3DRSSPPTTPLRAPDPSPGGVPLEASIiC 

IL4R_MOUSE TCHLCGHLKQHHSQEEGGQSPIVASPGCGCCYDDRSPSLGSLSGALESCPEGIPPEANLM 

IL-4R HORSE TCHLCGHLKQHHSQEEGGQSPIVASPGCGCCYDDRSPSLGSLSGALESCPEGIP1 

IL4R_HUMAN PASLAPSGISEKSKSSSSFHPAPGNAQSSSQTPKIVNFVSVGPTYMRVS 

IL4R_M0USE SAPKTPSNLS GEGKGPGHSPVPSQTTEVPVGALGIAVS 

IL-4R HORSE SAPKTPSNLS- --GEGKGPGHSPVPSQTTEVPVGALGIAVS 
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VGR2_HUMAN MQSKVLLAVALWLCVETRAASVGLPSVSLDLPRLSIQKDILTIKANTTLQITCRGQRDLD 

VGR2_M0USE MESKALLAVALWFCVETRAASVGLPGDFLHPPKLSTQKDILTILANTTLQITCRGQRDLD 

VGR2_RAT MESRALLAVALWFCVETRAASVGLPGDSIjHPPKLSTQKDILTILANTTLQITCRGQRDLD 

VGR2_QUAIL - - -MELGPLRVLTVLIXTLAPVFAGLFISMDQPTLSIQKSVLTITTNDTLNITCSGQRAVY 



VGR2_HUMAN WLWPNNQSGSEQRVEVTECS--DGLFCKTLTIPKVIGNDTGAYKCFYRETDLASVIYVYV 

VGR2_M0USE WLWPNAQRDSEERVLVTECGGGDSIFCKTLTIPRVVGNDTGAYKCSYRDVDIASTVYVYV 

VGR2_RAT WLWPNTPRDSEERVLVTECG - - DS I FCKTLTVPRWGNDTGAYKCFYRDTDVSS I VYVYV 

VGR2_QUAIL WSWPNNQSSVEKRLAVTGCS - - EGPFCKTLTLLRVIGNDTGDYRCLYGDSQAATTIYVYV 



VGR2_HUMAN QDYRS PFIASVSDQHGWYITENKNKTWI PCLGSI SNLNVSLCARYPEKRFVPDGNRI S 

VGR2_M0USE RDYRSPFIASVSDQHGIVYITENKNKTWIPCRGSISNLNVSLCARYPEKRFVPDGNRIS 

VGR2_RAT QDHRSPFIASVSDEHGI VYITENKNKTWI PCRGS I SNLNVSLCARYPEKRFVPDGNRI S 

VGR2_ QUAIL QDYRSPFVTSVGDQLGI VYITKN - - KTVWPCLGTVSNLNVSLHAKYPEKVFVPDGKS I S 



VGR2_HUMAN WDSKKGFTI PSYMI SYAGMVFCEAKINDESYQS IMYI WWGYRI YDWLS PSHGI ELSV 

VGR2_M0USE WDSEIGFTLPSYMISYAGMVFCEAKINDETYQSIMYIWWGYRIYDVILSPPHEIELSA 

VGR2_RAT WDSEKGFTIPSYMISYAGMVFCEAKINDETYQSIMYIVLWGYRIYDWLSPPHEIELSA 

VGR2_QUAIL WDNKKGFTI PSHLINYAGMVFCEAKIDNESYQSVIYIVAWGYRI YDLTMNPHYQVELAV 



VGR2_HUMAN GEKLVLNCTARTELNVGIDFNWEYPSSKHQHKKLVNRDLKTQSGSEMKKFLSTLTIDGVT 

VGR2_M0USE GEKLVLNCTARTELNVGIiDFTWHSPPSKSHHKKIVNRDVKPFPGTVAKMFLSTLTIESVT 

VGR2_RAT GEKLVLNCTARTEIjNVGLDFSWQFPSSKHQHKKIVNRDVKSLPGTVAKMFLSTLTIDSVT 

VGR2_QUAIL GEKLVLNCTVRTELNVGIDFRVroYPSIKERRATIRDLKTTAG- - -EIKTFVSTLTIESVN 



VGR2_HUMAN RSDQGLYTCAASSGLMTKKNSTFVRVHEKPFVAFGSGMESLVEATVGERVRI PAKYLGYP 

VGR2_M0USE KSDQGEYTCVASSGRMIKRNRTFVRVHTKPFIAFGSGMKSLVEATVGSQVRIPVKYLSYP 

VGR2_RAT KSDQGEYTCTAYSGIOTKKNKTFVRVHTKPFIAFGSGMKSLVEATVGSQVRIPVKYLSYP 

VGR2_QUAIL LSDKGRYTCAASSGRMNMKNSSYFIIHESPFIHLEK-MENWEMKLGDTVSIPVKFKGYP 



VGR2_HUMAN PPEIKVreKNGIPLESmn'IKAGHVLTIMEVSERDTGNYTVILTNPISKEKQSHVVSLVVY 

VGR2_M0USE APDIKWYRNGRPIESNYTMIVGDELTIMEVTERDAGNYTVILTNPISMEKQSHMVSLVVN 

VGR2_RAT APDIKWYRNGRPIESNYTMIVGDELTIMEVSERDAGNYTVILTNPISMEKQSHMVSLVVN 

VGR2_QUAIL PPEAKVTYKNGKVINANHTVKLGYALVITEATEKDAGNYTVVLTNPTNKMQKRHTFTLLVN 



VGR2HUMAN VPPQIGEKSLISPVDSYQYGTTQTLTCTVYAIPPPHHIHWYWQLEEECANEPSQAVSVTN 

VGR2J10USE VPPQIGEKALISPMDSYQYGTMQTLTCTVYANPPLHHIQWYWQLEEACSYRPG QTS 

VGR2_RAT VPPQIGEKALISPMDSYQYGTMQTLTCTVYANPPLHHIQWYWQLEEACSYRPS QTN 

VGR2_QUAiL VPPQIGENALMAPVDSYKYGSTQALTCTIYAVPPPAAVLWYWQLEEECTFSPQKVRLGAN 



VGR2_HUMAN PYPCEEWRSVEDFQGGNKIEVNKNQFALIEGKNKTVSTLVIQAANVSALYKCEAVNKVGR 

VGR2_M0USE PYACKEWRHVEDFQGGNKIEVTKNQYALIEGKNKTVSTLVIQAANVSALYKCEAINKAGR 

VGR2_RAT PYTCKEWRHVKDFQGGNKIEVTKNQYALIEGKNKTVSTLVIQAAYVSALYKCEAINKAGR 

VGR2_QUAIL PYACRKWKVI SERKGGNQVE I KQR - WT I AGKTKTVSTLVIQAANVSALYRCMATNRAGS 



VGR2_HUMAN GERVISFHVTRGPEITLQPDMQPTEQESVSLWCTADRSTFENLTWYKLGPQPLPIHVGEL 

VGR2_M0USE GERVISFHVIRGPEITVQPAAQPTEQESVSLLCTADRNTFENLTWYKLGSQATSVHMGES 

VGR2_RAT GERVISFHVIRGPEITVQPATQPTERESMSLLCTADRNTFENLTWYKLGSQATSVHMGES 

VGR2_QUAIL SERVISFHWRGLEINLQPRSQLTEKDNTSLQCTADKFTFEKLSWYKLSTHVSQTPFGGL 



VGR2_HUMAN PTPVCKNIiDTLWKIjNATMFSN-STNDILIMELKNASLQDQGDYVCLAQDRKTKKRHCVVR 

VGR2_M0USE LTPVCKNLDALWKLNGTMFSN-STNDILIVAFQNASLQDQGDYVCSAQDKKTKKRHCLVK 

VGR2_RAT LTPVCKNLDALWKIjNGTVFSN-STNDILIVAFQNASLQDQGNYVCSAQDKKTKKRHCLVK 

VGR2_QUAIL PMPVCKNLDALQKLNATVSNWGENVTLELIIjRNISLQDGGDYVCIAQDKKAKTQHCLVK 



Figure 13 
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VGR2_HUMAN QLTVLERVAPTITGNLENQTTSIGESIEVSCTASGNPPPQIMWFKDNETLVEDSGIVLKD 

VGR2_M0USE QLIILERMAPMITGNLENQTTTIGETIEVTCPASGNPTPHITWFKDNETLVEDSGIVLRD 

VGR2_RAT QLVILEIWAPMITGNLENQTTTIGETIEVVCPTSGNPTPLITWFKDNETLVEDSGIVLKD 

VGR2_QUAIL HLTVQEPIJiPRLVGNLENQTTNIGETIEVLCTVNGVPPPNITWFKNSETLFEDSGIVLKD 

VGR2_HUMAN GNRNLTIRRVRKEDEGLVTCQACSVLGCAKVEAFFIIEGAQEKTNLEIIILVGTAVIAMF 

VGR2_M0USE GNRNLTI RRVRKEDGGLYTCQACNVLGCARAETLFI I EGAQEKTNLEVI I LVGTAVI AMF 

VGR2_RAT GNRNLTIRRVRKEDGGLYTCQACNVLGCARAETLFI I EGVQEKTNLEVI I LVGTAVI AMF 

VGR2_QUAIL GNKTLTI RRVRKEDGGLYTCLACNILGCKKAEAFFSVQGAEEKTNLELI I LVGTAVI AMF 

VGR2_HUMAN FWLLLVI ILRTVKRANGGELKTGYLS I VMDPDELPLDEHCERLPYDASKWEFPRDRLKLG 

VGR2_M0USE FWLLLVILVRTVKRANEGELKTGYLSIVMDPDELPLDERCERLPYDASKWEFPRDRLKLG 

VGR2_RAT FWLLLVILTOTVKRANEGELKTGYLSIVMDPDELPLDERCERLPYDASKWEFPRDRLKLG 

VGR2_QUAIL FWLLLVI ILRTVKRANGGDMKTGYLSIIMDPDEVPIDEHCERLPYDASKWEFPRDRLKLG 

VGR2_HUMAN KPLGRGAFGQVIEADAFGIDKTATCRTVAVKMLKEGATHSEHRALMSELKILIHIGHHLN 

VGR2_M0USE KPLGRGAFGQVIEADAFGIDKTATCKTVAVKMLKEGATHSEHRALMSELKILIHIGHHLN 

VGR2_RAT KPLGRGAFX3QVIEADAFGIDKTATCKTVAVKMLKEGATHSEHRALMSELKILIHIGHHLN 

VGR2_QUAIL KPLGRGAFGQVIEADAFGIDKTATCRTVAVKMLKEGATHSEHRALMSELKILIHIGHHLN 

VGR2_HUMAN WNLLGACTKPGGPLMVI VEFCKFGNLSTYLRSKRNEFVPYKTKGARFRQGKD - YVGAI P 

VGR2_M0USE VVNLLGACTKPGGPLMVIVEFSKFGNLSTYLRGKRNEFVPYKSKGARFRQGKD-YVGELS 

VGR2 RAT WNLLGACTKPGGPLMVIVEFCKFGNLSTYLRGKRNEFVPYKSKGARFRSGKD-YVGELS 

VGR2_QUAIL WNLLGACTKPGGPLMVIVEYCKFGNLSAYLRSKRSEFIPYKMKSARFRQGKENYTGDIS 

VGR2_HUMAN VDLKRRLDSITSSQSSASSGFVEEKSLSDVEEEEAP-EDLYKDFLTLEHLICYSFQVAKG 

VGR2_M0USE VDLKRRLDSITSSQSSASSGFVEEKSLSDVEEEEAS-EELYKDFLTLEHLICYSFQVAKG 

VGR2_RAT VDLKRRLDSITSSQSSASSGFVEEKSLSDVEEEEAS-EELYKDFLTLEHLICYSFQVAKG 

VGR2_QUAIL TDLKQRLDSITSSQSSTSSGFVEERSLSDVEEEDAGSEDLCKNPLTMEDLICYSFQVARG 

VGR2_HUMAN MEFLASRKCIHRDIAARNILLSEKNVVKICDFGLARDIYKDPDYVRKGDARLPLKWMAPE 

VGR2_M0USE MEFLASRKCIHRDIAAraiLLSEKNVWICDFGIARDIYKDPDYVRKGDARLPLKWMAPE 

VGR2_RAT MEFLASRKCIHRDIiAARNILLSEKNVVKICDFGLARDIYKDPDYVRKGDPRLPLKWMAPE 

VGR2_QUAIL MEF1ASRKCIHRDLAARNILLSDNNWKICDFGLARDIYKDPDYVRKGDARLPLKWMAPE 

VGR2_HUMAN TIFDRVYTIQSDVWSFGVLLWEIFSLGASPYPGVKIDEEFCRRLKEGTRMRAPDYTTPEM 

VGR2_M0USE TIFDRVYTIQSDVWSFGVLLWEIFSLGASPYPGVKIDEEFCRRLKEGTRMRAPDYTTPEM 

VGR2_RAT TIFDRIYTIQSGVWSFGVLLWEIFSLGASPYPGVKIDEKFCRRLKEGTRMRAPDYTTPEM 

VGR2_QUAIL TI FDRVYTIQSDVWSFGVLLWEIFSLGASPYPGVKIDEEFCRRLKEGTRMRAPDYTTPEM 

VGR2_HUMAN YQTMLDCWHGEPSQRPTFSELVEHLGNLLQANAQQDGKDYIVLPISETLSMEEDSGLSLP 

VGR2_M0USE YQTMLDCWHEDPNQRPSFSELVEHLGNLLQANAQQDGKDYIVLPMSETLSMEEDSGLSLP 

VGR2_RAT YOTMLDCWHEDPNQRPAFSELVEHLGNLLQANAQQDGKDYIVLPMSETLSMEEDSGLSLP 

VGR2_QUAI L YOTMLDCTfflGDPKQRPTFSELVEHLGNLLQANVRQIXSKDYVVLPLSVSLNMEEDSGLSLP 

VGR2_HUMAN TSPVSCMEEEEVCDPKFHYDNTAGISQYLQNSKRKSRPVSVKTFEDIPLEEPEVKVIPDD 

VGR2_MOUSE TSPVSCMEEEEVCDPKFHYDNTAGISHYLQNSKRKSRPVSVKTFEDIPLEEPEVKVIPDD 

VGR2_RAT TSPVSO^EEEVCDPKFHYDNTAGISHYLQNSKRKSRPVSVKTFEDIPLEEPEVKVIPDD 

VGR2_QUAIL TSPASCKEEEEVCDPKFHYDNTAGISQYRQGSKRKSRPVSVKTFEDIPLVTT-VKVVQEE 

VGR2_HUMAN NQTDSGMVLASEELKTLEDRTK-LSPSFGGMVPSKSRESVASEGSNQTSGYQSGYHSDDT 

VGR2_MOUSE SOTDSGMVLASEELKTLEDRNK-LSPSFGGMMPSKSRESVASEGSNQTSGYQSGYHSDDT 

VGR2_RAT SQTDSGMVLASEELKTLEDRNK-LSPSFGGMMPSKSRESVASEGSNQTSGYQSGYHSDDT 

VGR2_QUAIL NQTDSGMVLASEELKTLEEQDKQVKI PFSTLAPSKSNESVMSEASNQTSGYQSGYHSDDM 



Figure 13 (continued) 
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VGR2_HUMAN DTTVYSSEEAELLKLIEIGVQTGSTAQILQPDSGTTLSSPPV- 

VGR2_M0USE DTTVYSSDEAGLLKMVDAAVHADSGTTLQLTSCLNGSGPVPAPPPTPGNHERGAA 

VGR2_RAT DTTVYS SDEAGLLKLVDVAGHVDSGTTLRSS PV 

VGR2_QUAIL DNMVCSSEDTELLCAQEASPTLPRCAWPGIYSPAPVASLPL 



Figure 13 (continued) 
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